With semen sample (n=462) Range No semen sample (n=26) Mean (95% CI) No semen sample (n=26) Range Et-PFOSA-AcOH 0.12 (0.11,0.13) 0 -2.9 0.13 (0.07, 0.22) 0 -0.5 Me-PFOSA-AcOH 0.32 (0.30,0.34) 0 -4.6 0.33 (0.24, 0.46) 0 -1.6 PFDeA 0.44 (0.41,0.46) 0 -2.5 0.51 (0.39, 0.68) 0 -4.4 10.0 -53.4 PFOSA 0.12 (0.11, 0.13) 0 -0.4 ---0 -0.1
NOTE: The analysis excluded 39 men missing either PFCs (n=11), semen samples (n=26) or both (n=2). Fixed and mixed effects models were used for the analysis of semen parameters with one and two measurements, respectively. PFC concentrations were natural logarithm transformed and adjusted for age (continuous), BMI (continuous), active smoking (yes/no), abstinence (#days), sample age (#hours), and research site (Texas/Michigan). Natural logarithm transformation was undertaken for length, straw distance, round, pyriform, bicephalic, taper, megalo head, micro head, neck or midpiece abnormalities, coiled tail, other tail abnormalities, immature sperm, DNA fragmentation index, and high DNA stainability. The cubic-root transformation was undertaken for volume, total count, sperm concentration, percent motility, amorphous, and cytoplasmic droplet. Strict criteria was transformed as (y^0.7 -1)/0.7. The 14 semen endpoints not requiring transformation are excluded from presentation in this stable. a Assessed in both semen samples. b Assessed only in the baseline semen sample. *p<0.05, **p<0.01. β, beta coefficient; CI, confidence interval. 
